a) Tempest regression of root-to-tip distance as a function of sampling time. The slope is a crude estimate of the substitution rate for the recombination-free SNP alignment, with the xintercept indicative of the age of the root node and the R 2 is a measure of clocklike behaviour b) Date randomisation test of the substitution rate estimate from the recombination-filtered SNP alignment of the data. The 'STEC data' represents the posterior substitution rate with the correct sampling times. The subsequent data show mutation rate estimates where the tip dates have been randomised. The purple circle indicates the mean rate estimated by BEAST, with error bars showing 95% highest posterior density. If the estimate of 'STEC data' does not overlap with those from the randomisation, the data are considered to have a strong temporal structure.
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